The structure of the title compound, [Pb 2 (C 5 H 3 N 2 O 2 ) 4 -(H 2 O) 6 ]Á2H 2 O, is composed of dimeric molecules in which two symmetry-related Pb 2+ ions are bridged by a pair of two pyridazine-4-carboxylate ligand molecules via both heterocyclic N atoms and two water O atoms. Each Pb 2+ ion is also coordinated by two carboxylate O atoms and three water O atoms, leading to a highly irregular coordination polyhedron around Pb 2+ . The dimers are interconnected by hydrogen bonds between coordinated and uncoordinated water molecules and the carboxylate O atoms. O-HÁ Á ÁN interactions are also present.
Related literature
For the crystal structure of pyridazine-4-carboxylic acid hydrochloride, see . Centrosymmetric dimeric molecules were reported in the structure of a calcium(II) complex with pyridazine-3-dicarboxylate and water ligands (Starosta & Leciejewicz, 2007) and an uranyl complex with the same ligands (Leciejewicz & Starosta, (2009) . Each dimer shows a different bridging mode.
Experimental
Crystal data [Pb 2 (C 5 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: KM-4 Software (Kuma, 1996); cell refinement: KM-4 Software; data reduction: DATAPROC (Kuma, 2001); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: BV2128).
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Comment
The structure of the title compound (I) is built of dimeric molecules ( Table 1 .
Experimental 2 Mmol of pyridazine-4-carboxylic acid were dissolved in 100 ml of hot water and boiled for two hours with small excess of Pb(OH) 2 . After cooling to room temperature the mixture was filtered and left to crystallize. Few days later colorless single crystals were found in the mother liquid. They were separated, washed with cold ethanol and dried in air.
Refinement
H atoms attached to pyridazine-ring C atoms were positioned geometrically and refined with a riding model using AFIX43
instruction. The positions of water H atoms were initially located from Fourier maps and refined isotropically with restraints on O-H distance (0.86 Å) and H-O-H angle.
Figures Fig. 1 . A dimer of (1) with atom labelling scheme and 50% probability displacement ellipsoids.
supplementary materials sup-2 (7) 159 ( 
